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RAW SEQUENCE LISTING DATHl i 11/24/2000 

PATENT APPLICATION: US/09/463 , 7 05A TIME: 13:14:52 

Input Set : A:\PTO.txt: 

Output Sfit: N:\CRF3\lI242000\I463705A.raw 
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APPLICANT: Cortes, J IJU^^ " . , -WO 

Fromentiin. C O^S^©^^^ 
Gai.ss«r, S COTT®^^ 

Lead lay, P 
Meiidez, C 
Michel, J-M 
Raynai, M-C 
Salah-Bey, K 
Saias, J 

TITLE OF INVFJNTION: BIOSYNTHESIS GENIUS TRANSFER OF 6 - DESOXYHEXOSiilS IN 
SACCHAROPOLYSPORA ERYTHRAEA AND IN STREPTOMYCES 
ANTIBTOTICUS AND THEIR USE 
FILE REFERENCE: 146.13 35 

CURRENT APPLICATION NUJ4BER; 0 9/4 53 7 05A 
CURRENT FILING DATE: 2000-02-23 
PRIOR APPLICATION NUMBER: PCT/FR9R/0159 3 
1998-07-21 
NUMBER: 9 8/07 411 

198 8-06-12 
NUMBER: 9 7/09 4 5B 
1997-07-25 
)S: 61 



PRIOR FILING DATE 



Pa tent In Ver . 2 . 1 



EERORED SEQUENCES 



286 5 <210> SEQ ID NO: 3 2r211> 24 
2866 <212> TYPE: DNA 

28 67 <213> ORGANISM: Artificial sequence 
28 6 9 <2 20> FEATURE: 

2870 <223> OTHER INFORMATION: Desc ripLioti of Artificial Sequence: synthetic oli cjonucleoLide 
W--> 2872 <211> LENGTH: 

2 3 72 <4 00> SEQUENCE: 32 ^ 

£--> 2873 atgcgcgtcg tcttctcc^ catg 24 
3082 <210> SEO ID NO: 50^11> 33 

3 08 3 <2;i2> TYPE: DNA 

3 084 <213> ORGANISM: Artificial sequence 
3 086 <220> FEATURE: 

3 087 <223> OTHER INFORMATION: Description of Artificial Sequence: synthetic oligonucleotide 
W--> 3089 <21i> LENGTH: 

3 089 <4 00> SEQUENCE: 50 
E--> 3090 aggagcacta gtgcgggtac tgctgacgtc ctt 33 
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VERIFICATION SoJMMARY 

PATENT APPLICATION: US/09/4 63 , 7 05A 



DATE: .11/2 4/2000 
TIME: 13:14:53 



Input: Set : A:\PTO-txt 

Output Sec: N:\CRP3\il242000\I463705A.raw 



h:A2 
L: 48 
L : 124 
L: 603 
L: 607 
L:711 
L: 715 
L : 7 1 9 
I. : 7 2 3 
L:727 
L:731 
L : 7 3 5 
L: 739 
L: 74 3 
L: 747 
L:751 
L:755 
L:759 
L: 76 3 
L: 767 
L: 773 
T. : 7 7 7 
T. : 7 B 1 
L: 785 
L : 7 8 9 
I. : 7 9 3 
r. : 7 9 7 
L: 801 
r. ; 8 0 5 
L: 809 
L: 813 
L; 817 
L: 821 
L: 825 
1:829 
T. : 8 3 3 
I. : 8 3 7 
L:841 
L:845 
L: 84 9 
L : 8 5 3 
L: 857 
L: 861 
r. : 8 6 5 
L : 8 6 9 
L: 873 
L- : 8 7 7 
L: 881 



M:351 W: 
H:351 W: 
M:351 W: 
M:336 W: 
M: 3 36 W: 
M;336 W: 
M:336 W: 
M:336 W: 
M:336 W: 
M: 336 V;: 
M:336 W: 
M:336 W: 
M:336 W: 
M : 3 3 6 W : 
M:336 W: 
M:336 W: 
M: 336 W: 
M: 33 6 W: 
H : 3 3 6 W : 



M: 33 6 W: 



M: 3 36 
M : 3 3 6 
M ; 3 3 6 
M : 3 3 6 
M: 33 6 
M: 336 
M : 3 3 6 



M : 3 3 6 W : 



H : 3 3 6 
M : 336 
H ; 3 3 6 
M: 336 
M; 336 
M: 336 W 
M : 3 3 6 W 
M: 336 
M: 33 6 
M : 3 3 6 
M : 3 3 6 
M : 3 3 6 
M: 33 6 
M : 3 3 6 



W 
W 
W 
W 
W 
W 

w 

M ; 3 3 6 W 
M : 3 3 6 V-/ : 
M : 3 3 6 W 
M : 3 3 6 W 
M: 336 



336 W 



Sequence data 
Sequence data 
Sequence data 
Invalid Amino 
invalid Amino 
invalid Amino 
invalid Amino 
Invalid Amino 
invalid Amino 
Invalid Amino 
Invalid Amino 
invalid Amino 
invalid Amino 
Invalid Amino 
Invalifi Amino 
invalid Amino 
invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
invalid Amino 
Invalid Amino 
Invalid Antino 
Invalid Amino 
invalid Amino 
Invalid Amino 
Invalid Ami.no 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invai.id 
Invalid 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 
Invalid Amino 



Amirio 
Am ino 



Name/Key Feature On t-of -RancjC/ SEQ IDfi ; 

Name/Key Feature Ou t-of -Rancje, SKlQ IDS: 
Name/Key Feature Out-of -Ranqe. SKQ TDti 

Acid Number in Coding Region, SEO ID: 6 

Acid Wumber m oding Retjion, SKQ ID: 6 

Acid Number in Codincj Region, SbJQ ID 

Acid Number in Codincj Re q ion, SblQ ID 

Acid Number in Coding Re q ion, SKQ ID 

Acid Number in Coding Region, SE-JQ ID 

Acid Number in Coding Region, vSf-JQ ID 

Acid Number in Coding Region, SEQ ID 

Acid Number in Coding Reqion, SEO ID 

Acid Number in Coding Region, SEJQ ID 

Acid Number in c:oding Region, SEQ ID 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEO ID ; 6 

Acid Number In Coding Region, SEQ ID; 6 

Acid Number in Coding Region, SEQ ID 

Acid Number in Coding Reqion, SEQ ID 

Acid Number in Coding Reqion, SEQ ID 

Acid Number i.n Coding Region, SEQ ID 

Acid Number in Coding Region,, SEQ ID 

Acid Number in Coding Region, SEQ ID 

Acid Number in Coding Region, SEQ ID 

Acid Number In Coding Region, SEQ ID: 6 

Acid Number In Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Reqion, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SZQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Aci.d Number in Cod.i.ng Region, SEQ ID: 6 

Acid Number in Coding Region, SEO ID : 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in c:oding Region, SEQ ID: 6 

Acid Number in Coding Region, SEQ iD:G 

Acid Number in Coding Region, SEQ ID: 6 

Acid Number in Coding Region, SEO ID: 6 

Acid Number in Coding Region, SEQ ID: 6 



1 , CDS LOCATION : Complement ( (4 8).. (1046)) 
1, CDS LOCATION: Complement (( 2322 )..( 3404 ) ) 
: 4 , CDS LOCATION : complement ( 4 ) . . ( 1266 ) 
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VERIFICATION, SiJMMARY 

PATENT APPLICATION: US/09/4 6 3 , 7 05A 



DATE: 11/24/2000 
TIME: i:i:14:53 



Input Set : A:\PTO.txt 

Output Set: N:\CRF3\1124 2000\I463705A 



raw 



L:885 M:336 W: Invalid Amino Acid Number in Codincj RGcjion, SEQ IDib 
L:889 M::i36 W: Invalid Amino Acid Number in Coding Region, SEQ ID: 6 
L:893 M:336 W: invalid Amino Acid Number in Coding Reqion, SEO ID: 6 
L:B97 M:336 W: Invalid Amino Acid Number in Codinn Rogion. SEO ID: 6 
L:901 M:336 W: invalid Amino Acid Number in Coding Region, SEO ID:6 
L:2S72 M:2a2 W: Numeric Picid identifier Miss.ing, <211> is required. 
L:2873 1-1:252 E: No. of Seq . differs, <2.11>l!ENGTH : input : 0 Found: 24 SEQ: 32 
L:3089 Mi 28 2 W: Numeric Field identifier Missing, <211> is required. 
1:3090 H:252 E: No. of Seq. differs, <2i l>LENGrH : input : 0 Found: 33 SEQ: 50 
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